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deletions in choriocarcinoma cell lines, 
38:229 

deletions in lymphoma, 37:85 

gene amplifications, 41:220 

in AML (ANLL), 40:187; 43:227 

in ANLL in relapse, 40:187, 201 

in childhood ANLL, 40:13 

in kidney tumors, 43:15 

in mesothelioma, 42:121 

in ovarian cancer, 43:1 

in RAEB-t, 42:55 

in RCC, 43:15 

in secondary ANLL, 43:227 

induced by melphalan, 37:65 

1p- in neuroblastoma, 41:217; 42:147 

2q- in a uterine leiomyoma, 37:50 

3q- in CMMoL, 37:29 

5q- in CMMoL, 37:29 

5q- in secondary ANLL, 42:43 

6q- in salivary gland adenocarcinoma, 
39:153 

6q- in thymoma, 41:93 

7q- in secondary ANLL, 42:43 

7q- in uterine leiomyoma, 37:157 

11q- in CMMoL, 37:29 

11q- in pineoblastoma, 39:125 

22q- in Merkel cell tumor, 38:43 


Derivative chromosomes 


der(X) in osteosarcoma, 42:30 
der(1) in a retinoblastoma, 37:96 
der(1) in CML, 39:92 
der(1) in polycythemia vera, 40:121 
der(1), der(6), der(11) in squamous cell 
carcinoma of skin, 39:72 
der(2) in CLL, 41:89 
der(3) and der(5) in MDS, 38:9 
der(3) in a fibrosarcoma, 37:139 
der(3) in a lymphoma, 37:279 
der(4) in uterine leiomyoma, 37:50 
der(5) in a fibrosarcoma, 37:139 
der(5) in MDS and t-ANLL, 37:1 
der(8) in t-ANLL, 37:4 
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der(9), der(20), der(7), der(21), der(17), 
der(11), der(14) in childhood ANLL, 
40:13 
der(11) in CML, 39:174 
der(11) in medulloblastoma, 38:255 
der(12) in t-ANLL, 37:4 
der(16) in Ewing sarcoma, 41:269 
der(19) in ALL, 37:9 
derivative chromosomes in 
choriocarcinoma cell lines, 38:229 
derivative chromosomes in lymphoma, 
37:85 
in AML (ANLL), 40:187; 43:227 
in ANLL in relapse, 40:187 
in gliomas, 40:111 
in kidney tumors, 43:15 
in lipoma, 42:144 
in mesothelioma, 42:121 
in ovarian cancer, 43:1 
in RCC, 43:15 
in secondary ANLL, 42:45; 43:227 
Dicentric chromosomes 
in squamous cell carcinoma, 40:95 
in xeroderma pigmentosum, 40:95 
jumping end-to-end dicentrics, 40:95 
Digestive tract 
chromosome changes in tumors of, 
37:108 
DNA studies 
ber studies in CML, 37:169; 38:61 
c-abl and c-sis, 38:61 
c-mos in t(8;16), 37:221 
c-myc and n-myc in small cell lung 
cancer, 38:1 
c-myc in lymphoma cell line, 40:73 
CALLA gene on chromosome 3, 42:129 
flow cytometry in melanoma cases, 
39:245 
flow cytometry in moles, 37:179 
identification of rearranged Y in 
testicular tumors, 37:141 
in cancer family, 38:75 
in leukemia, 40:217 
in myelofibrosis, 38:101 
in Ph-, ber+ CML, 43:51 
in posttransplant CML using bcr, 43:67 
in retinoblastoma, 37:95, 133 
in situ hybridization of PH, 38:61 
in Wilms tumor, 38:121, 43:203 
instability of hepatitis B viral, 37:273 
N-myc in retinoblastoma, 37:133 
of chromosome 6, 37:95 
protooncogene studies in cancer family, 
38:75 
pulsed-field gel electrophoresis of 
BCR-ABL in CML, 42:287 
restriction maps of 3p, 42:295 


RFLP in moles, 37:179 

RFLP in testicular tumors, 40:129 
Double minute chromosomes (dmin) 

c-myc and dmin, 41:236 

in AML (M2) with +4, 39:295 

in cancer of prostate, 39:191 

in retinoblastoma, 37:96, 133 
Down syndrome 

case with Ewing tumor, 37:79 

t(8;16)(q22;q24) in M4, 37:221 

t(11;22) in Ewing tumor, 37:79 
Drug(s) effects 

and secondary leukemia, 37:65 

chromosome rearrangements induced by 

melphalan, 37:65 
melphalan, 37:65 
on chromosomes in polyposis coli, 
42:623 

Duplication (chromosome) 

dup(11) in lymphoma, 37:91 

in childhood ANLL, 40:13, 22 

in choriocarcinoma cell lines, 38:229 
Dysgerminoma 

i(12p) in a tumor, 38:180 


Effusions 

chromosomes in cancer, 38:191 
Embryonal tumors 

chromosome changes in, 37:109 
Endometrial tumors; see Uterus 
Epidermal carcinoma 


cell line, 38:157 
Epitheloid sarcoma 
1p- in, 41:267 
Erythroleukemia (M6) 
in a patient with constitutional inv(4), 
39:119 
inv(3) and abnormal thrombopoiesis, 
39:167 
secondary, 42:43 
Esophagus 
Barrett’s condition, 42:281 
chromosome changes in Barrett’s, 
42:281 
Ewing tumors 
chromosome changes in, 37:79; 38:166, 
167; 41:269 
der(16) in, 41:269 
extraskeletal, 37:79 
ir. Lown syndrome, 37:79 
t(1,°3\(q23;q24) in, 41:269 
t(11;z “){q24;q21) in, 37:79 


Familial ca:cer 
breast-ovarian cancer, 38:241 
gall bladder, 39:141 
genetic linkage studies, 38:241 


germ cell tumors in Li-Fraumeni 
syndrome, 42:221 
Li Fraumeni syndrome, 42:221 
melanoma, 39:233 
protooncogene studies in, 38:75 
Familial polyposis coli (FPC) 
chromosome breakage in, 42:263 
chromosome changes in, 38:249; 41:282 
cytogenetic studies in adenocarcinoma, 
38:249 
Fibroma 
angiofibromas, 41:271 
chondromyxoid (chromosomes), 38:83 
Dupuytrens fibroma, 41:270 
Fibrosarcoma 
chromosome changes in, 37:139; 39:21; 
40:137 
congenital, 39:21 
karyotypic features in a recurrence 
separate from those in a metastasis, 
37:139 
translocations in, 37:139 
+8,+11,+17,+20 in infantile 
fibrosarcoma, 40:137 
Fragile sites 
chromosome breaks, oncogenes and 
cancer breakpoints, 41:247 
common in lung cancer, 42:107 
fluorodeoxyuridine and 
bromodeoxyuridine expression of, 
41:41 
fra(3)(p14.2) expression in patients with 
lung cancer, 43:95 
HPV viral integration and, 42:160 
in breast cancer, 41:247 
in families with von Hippel-Lindau 
disease, 39:157 
in leukemia patients, 43:131 
in lung cancer patients, 42:107 
no correlation with breakpoints in 
cancers of mouse and rat, 41:246 
reduced expression in B-cell CLL, 39:99 
1p13.1 in neuroblastoma patients, 
40:135 
3q21, 11p11, 11q13 fragility in leukemia 
and anemia, 40:47 


Gall bladder 
cancer, familial, 39:141 
Gastric tumors; see Stomach 
Gene(s); see DNA studies and Molecular 
studies and Oncogenes 
Genetics 
of cancer, 41:220 
of colon cancer, 41:221 
of kidney cancer, 41:221 
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of lung cancer, 41:225 
of neuroblastoma, 41:153 
Genitourinary tumors; see Bladder and 
Kidney and Prostate Germ cell 
tumors; also see Testes 

i(12p) in mediastinal tumor, 42:243 

in Li-Fraumeni cancer family syndrome, 
42:221 

testicular and ovarian, 42:221 

Glioma(s) and Glioblastoma 

c-myb amplification in glioblastoma, 
41:240 

chromosome changes in, 39:253; 40:111; 
41:175, 278 

chromosome 10 in glioblastoma, 41:227 

cytogenetic and molecular studies in, 
38:169; 39:253 

cytogenetic follow-up, 41:175 

loss of heterozygosity in glioblastoma, 
41:227 

resistance to drugs, 41:254 

transplanted in athymic mice, 40:111 


Hamartoma 
cytogenetics in liver, 40:29 
liver, mesenchymal, 40:29 
t(15;19)(q15;q13) in, 38:168; 40:29 
Hamster 
cell line, 37:39; 38:271 
Chinese hamster malignant cell line, 
37:39 
karyotypic changes in Syrian hamster 
cells (immortal and tumorigenic), 
38:271 
reversion to normal phenotype induced 
by SV40, 37:39 
Syrian hamster cells treated with DES, 
38:271 
Head and neck tumors 
radioresistance and chromosomes 1, 5 
and 14, 41:254 
squamous Cell carcinoma, 41:292 
Hepatocellular tumors or hepatoblastoma; 
see Liver tumors 
Heterochromatin 
of chromosome 16 in CML, 39:139 
Heterozygosity 
loss at 3p in renal cancer, 39:289 
loss in glioblastoma, 41:227 
loss of genetic information, 41:220 
of 13q in retinoblastoma, 43:73 
Histiocytoma 
malignant fibrous, DNA sequence 
amplification, 41:240 
Hodgkin’s disease (HD) 
ANLL following, 37:127 
cytogenetic studies in, 37:201; 41:12; 
43:109 
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molecular studies in, 43:109 
t(8;16) in ANLL secondary in Hodgkin 
disease, 37:127 
TCR studies in, 43:109 
Homogeneously staining regions (HSR) 
and dmin in retinoblastoma, 37:133 
in ovarian cell line, 38:15 
in prostatic cell line, 37:241 
in retinoblastoma, 43:73 
in retinoblastoma cell line, 37:133 
in small cell lung cancer cells, 38:1 
in tumors using restriction 
endonucleases, 38:155 
N-myc amplification in, 37:133 
Homozygosity 
in glioblastoma, 41:227 
loss of 3p in renal cancer, 39:289 
13q in retinoblastoma, 43:73 
Hydatidiform moles 
complete and incomplete, 37:179 
cytogenetic studies in, 37:179 
different cell populations in, 37:179 
DNA studies in, 38:184 
RFLP, flow cytometric, cytogenetic, HLA 
and morphologic studies, 37:179 


Immunophenotyping 
in situ hybridization, 41:1 
of aneuploid cells, 41:1 
In situ hybridization 
c-abl, c-sis and bcr in CML, 38:61 
der(1)t(1;9) in PV, 40:121 
detection of changes in interphase 
nuclei, 41:236; 42:87 
high resolution banding and, 41:245 
in solid tumors, 38:154, 155 
of variant Ph translocations, 38:61 
Insertions 
der ins(1;12)(q21;p13q24.3) in uterine 
leiomyoma, 37:50 
in ANLL, 40:200 
in childhood ANLL, 40:13 
in choriocarcinoma cell lines, 38:229 
in lipoma, 42:144 
ins(6)(p21;p13p36) in congenital 
leukemia, 37:19 
ins(6;3)(p21;q21q26.2) in ANLL, 39:175 
Interphase cytogenetics; see In situ 
hybridization 
Inversions 
constitutional inv(4) and ANLL, 39:119 
in ANLL, 40:200; 43:227 
in RAEB-t, 42:55 
in secondary leukemia, 43:227 
inv(X), inv(5) and inv(18) in 
mesotheliomas, 42:121 
inv(2)(p25q13) in a thymoma, 41:93 
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inv(3), acute leukemia and abnormal 
thrombopoiesis, 39:167 

inv(5)(q13q34) in lymphoma, 37:279 

inv(12)(p11.2q13) in endometrial polyp, 
41:99 

inv(14)(q11q32), transient, in CLL, 41:87 

inv(16) in childhood ANLL, 40:13 

inversion in lipoma, 42:144 


Isochromosomes 


i(X)(q13) in hematologic disorders, 
42:173 

i(6p) in retinoblastoma, 37:95 

i(8q) in lung adenocarcinoma, 38:133 

i(12p) in mediastinal germ cell tumor, 
42:243 

i(12p) in testicular tumors, 38:178; 
40:119; 41:105 

i(17q) in CML, 38:63; 39:89 

i(17q) in Ph- CML and MPS, 43:195 

idic(X)(q13) in hematologic disorders, 
42:175, 177 

in ANLL, 40:201 

in choriocarcinoma cell lines, 38:229 

mechanisms of i(6p), 37:95 


Kaposi sarcoma 


cytogenetic changes in, 38:193 


Karyotypes and karyotypic abnormalities 


asbestos and mesothelial cells, 41:33 

chromosome 17 in cervical cancer, 
37:230 

in a congenital fibrosarcoma, 39:21 

in a lipoma, 37:281 

in a nasal papilloma, 39:29 

in ALL, 37:9 

in ALL in relapse, 40:163 

in an angioleiomyoma, 37:61 

in ANLL, 37:1 

in ANLL in relapse, 40:187 

in APL, 37:263 

in bladder cancer, 42:135 

in cartilage tumors, 38:83 

in cervical cancer cell lines, 38:53 

in childhood ANLL, 40:13 

in choriocarcinoma cell lines, 38:229 

in CLL, 43:143 

in CML, 37:163, 169; 38:61, 115; 39:89; 
24:253 

in CMMoL, 37:29 

in colonic polyps 37:285 

in Ewing tumor, 37:79 

in gastric leiomyosarcoma, 37:215 

in gliomas, 39:253; 40:111 

in Hodgkin disease, 37:201 

in kidney tumors, 43:15 

in leiomyosarcoma, 43:39 

in MDS, 37:1 

in mediastinal germ cell tumor, 42:243 
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in melanoma, 41:185 

in MEN IIA S (Sipple S), 37:23 

in meningioma, 40:33 

in mesothelioma, 42:115 

in moles, 37:179 

in murine lymphoma, 38:25, 33 

in myelodysplasia, 40:149 

in myelofibrosis, 38:101 

in neuroblastoma, 41:153 (review) 

in non-Hodgkin lymphoma, 37:85 

in osteosarcomas, 38:89 

in ovarian cancer, 43:1 

in ovarian cancer cell line, 38:13 

in pancreatic cancer, 37:209 

in papilloma (skin), 37:235 

in pleural metastases (lung, breast, 
stomach), 39:219 

in preleukemia, 40:149; 42:1 

in prostatic cell lines, 37:241 

in RAEB-t, 42:55 

in renal cell cancer, 43:15 

in retinoblastoma, 37:95; 42:203 

in secondary leukemia, 42:43 

in secondary leukemia and MDS, 43:227 

in secondary leukemia (t-ANLL), 37:1 

in skin tumors, 39:227 

in solid tumors, 37:103; 40:3 

in squamous cell carcinoma of skin, 
39:69 

in subacute myelomonocytic leukemia 
in twins, 38:205 

in synovial sarcoma, 38:215 

in testicular tumor, 41:105 

in therapy related MDS and ANLL, 
43:227 

in thrombocythemia, 43:57 

in thyroid adenomas, 39:65 

in uterine leiomyomas, 37:49, 157 

induced by melphalan, 37:65 

radiotherapy, 41:61 

Kidney 

adenomas, 43:15 

cancer in von Hippel-Lindau disease, 
39:289 

chromosomes in normal tissue from 
cases with RCC, 37:289 

chromosomes in tumors of, 37:108; 
38:173; 41:283, 288; 42:227; 43:15 

loss of DNA sequences in RCC, 41:221 

loss of heterozygosity at 3p in renal 
cancer, 39:289 

model for renal cell tumor?, 38:173 

nephroblastoma with hyperdiploidy, 
41:79 

onocytoma, 38:174; 41:288; 43:15, 27 

renal cell cancer in von Hippel-Landau 
disease, 42:227, 43:15 
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RFLP studies in Wilms tumor, 38:121 

t(3;8) in hereditary RCC, 38:174; 43:15 

t(10;17)(q22;p13) in clear cell sarcoma, 
41:123 

transitional cell carcinoma, 41:288; 
43:27 

translocations in tumors, 43:21, 22 

Wilms tumor in adult, 38:121; 42:35 

3p and loss of heterozygosity, 38:173, 
174; 43:15 

+7 in transitional cell carcinoma, 
41:149 


Kinetochore; also see Centromere 


characteristics, 43:155 

compound kinetochore, 43:168 
formation and DNA replication, 38:283 
in dicentric chromosomes, 38:283 
proteins, 43:159 


Large bowel 


adenocarcinoma in FPC family, 38:249 

adenomatous polyps, 37:285; 38:197; 
41:282, 283, 284 

c-erb 2 in, 38:196 

c-K-ras in, 38:195 

chromosomes in polyps, 37:285; 41:282, 
283 

chromosomes 5 and 7 in cell line of 
cancer, 41:221 

cytogenetic studies in cancer, 38:195, 
196, 197, 198, 249; 41:282, 284 

loss of chromosome 5 alleles, 38:197 

tetraploidy in fibroblasts of cases, 
39:245 

+12, +14 and i(1q) in cancer, 42:91 


Leiomyoma 


chromosome 7 in, 38:183 

cytogenetics of, 38:183; 41:279 

no changes in c-int1, gli or col2A1 in 
leiomyoma with t(12;14), 39:195 

t(1;6) and del(7) as separate anomalies 
in, 42:51 

t(12;14)(q14-15;q23-24) in, 38:183 

uterine, 37:49; 38:183 

uterine with both t(12;14) and del(7), 
37:157 


Leiomyosarcoma 


cell line with ?21q-, 41:145 

chromosome abnormalities in a gastric, 
37:215; 43:39 

colonic, 43:39 

cytogenetic changes in, 37:215; 43:39 

gastric, 37:215; 43:35 

retroperitoneal, 43:39 

small bowel, 43:39 

subgroup within, 43:39 

uterine, 43:39 
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Leukemia(s); also see Acute lymphoblastic 
leukemia (ALL), Acute 
nonlymphocytic leukemia (ANLL), 
Congenital leukemia, Secondary 
leukemias (t-ANLL), Chronic 
myelocytic (myeloid) leukemia 
(CML), Chronic myelomonocytic 
leukemia (CMMoL) 

bone marrow fragile sites, 43:131 

C-bands in, 41:71 

chromosome 1 changes in, 43:179 

cytogenetics of mixed lineage, 40:83 

high resolution technique in, 41:248 

mixed lineage, 40:83 

Linkage studies 

in familial breast-ovarian cancer, 38:241 

Lipoma 

chromosome changes in, 39:281; 41:230, 

292 

chromosome 13 in lipoma, 39:281 

cytogenetic subgroups, 41:230 

oncogene int-1 not rearranged in, 42:143 

6p in lipoma, 37:281; 38:159 

12q13-15 in lipoma, 42:143 


Liver tumors 


cytogenetics in hepatocellular cancer, 
41:284 

hepatoblastoma, cytogenetic changes, 
41:285, 286 

hepatoblastoma with +20, 41:285 

molecular studies in hepatoblastomas, 
41:286 

Lung 

adenocarcinoma, 38:133 

adenocarcinoma metastatic to pleura, 
39:219 

c-myc and n-myc in small cell lung 
cancer, 38:1 

cancer in a woman with a constitutional 
t(Y;15), 41:287 

chromosome anomalies in patients with 
cancer, 41:107 

chromosome changes in tumors of, 
37:108; 38:199, 202, 203; 41:287 

comparison with squamous cell 
carcinoma Cell line, 41:264 

detection of changes in normal tissue 
next to cancer with PCC, 41:251 

DNA studies in cancer, 38:198 

drug resistance, 41:256 

fra(3p14.2) in patients with cancer, 
38:202; 43:95 

fragile sites (common) in patients with 
cancer, 41:107 

genetic lesions in cancer, 41:225 

HSR in small cell lung cancer, 38:1 

large cell cancer, metastasis to brain, 
39:181 


molecular studies in, 38:199, 200 

myc in SCLC, 38:201 

non-small cell center, 41:287 

susceptibility and chromosome changes, 
41:105 

1, 3 and i(8q) in adenocarcinoma, 
38:133 

3p deletions in cancer, 38:201, 202 

7B2 gene in lung cancer, 41:260 

Lymphoma 

c-myc change in cell line without 8q24 
involvement, 40:73 

chromosome changes in non-Hodgkin, 
37:85; 41:13 

chromosome 9 and pulmonary 
involvement, 37:85 

chromosomes and sites of lymphoma 
involvement, 37:85 

inv(5) in, 37:279 

morphometric aspects of large cell 
lymphoma, 41:259 

mouse, B-cell, 38:25 

mouse, homing pattern, 38:33 

sites of involvement and chromosome 
changes, 37:85 

T-cell, changes in, 41:13 

t(13;17)(q12-14;p12-13) in lymphocytic 
lymphomas, 43:243 

1p32-36 and marrow involvement, 37:85 

6q22-24 and marrow involvement, 37:85 

-11 and bone involvement, 37:85 

14q22-24 and splenic involvement, 
37:85 


Malignant fibrous histiocytoma 
DNA sequence amplification, 41:240 
Mammary cells and tumors; see Breast 
Marker(s) 
chromosomes in ovarian cancer cell 
line, 38:13 
in osteosarcomas, 38:89 
Medulloblastoma 
chromosome changes in, 41:228 
der(11)t(8;11)(q11;p11) in, 38:255 
Megakaryocytes 
del(3)(q21) in CMMoL, 37:29 
Melanoma 
c-myc and flanking regions in, 41:238 
chromosome changes (drug induced) in 
lymphoblasts, 39:233 
chromosome changes in, 37:108; 38:156, 
158; 41:185, 280 
chromosome evolution, 41:185, 280 
familial, 39:233 
historical aspects, 42:153 
multiple lesion, cytogenetics, 41:253 
NOT-1 and 6q in, 41:261 
premalignant lesions of, 41:280 


progression and metastases, 41:185 
UV induced micronuclei and SCE in 
fibroblasts, 41:129 
MEN IIA 
chromosome 10 in, 38:188 
ring chromosome in Sipple S, 37:23 
Meningioma 
chromosome changes in, 38:169, 170; 
40:33; 41:277 
chromosomes and pathology, 38:169, 
170; 40:33; 41:277 
fragile sites, 38:171 
karyotypic evolution, 40:33; 41:279 
malignant meningioma, 41:279 
Merkel cell tumor in patient with 
previous meningioma, 38:43 
molecular studies in, 38:170; 41:266 
restriction mapping of 22q region, 
41:266 
Merkel cell carcinoma 
chromosome changes in, 38:43; 41:265 
in patient with meningioma, 38:43 
t(10;17)(q23;q21) in, 41:265 
Mesothelioma 
c-sis and other genes in, 38:204 
cell lines, 42:115 
cytogenetic analysis, 38:200, 204; 
41:293; 42:115 
effects of asbestos on cells, 41:33 
3p changes in mesothelioma, 38:203 
Metastatic tumors 
chromosomes in metastatic brain tumor, 
39:181 
large cell lung cancer to brain, 39:181 
Methods 
analysis of colonic polyps, 37:285 
aprotinin in tumor growth in vitro, 
41:265 
factor analysis of digital images, 41:245 
for tumors, 41:262 
in situ hybridization, 42:87 
interphase in situ hybridization, 42:87 
of solid tumor analysis, 37:104 
pulsed-field gel electrophoresis, 42:287 
synchronization of cultured 
retinoblastoma cells, 40:55 
1000 band resolution, 40:55 
Micronuclei 
UV induced in fibroblasts of melanoma 
cases, 41:129 
UV induced in xeroderma pigmentosum 
heterozygotes, 43:221 
Molecular studies 
ber analyses on CML, 37:169; 38:61; 
42:287 
BCR-ABL changes and expression, 42:9, 
287 
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c-abl and c-sis in CML, 38:61 

c-mos in t(8;16), 37:221 

c-myc and n-myc in small cell lung 
cancer, 38:1 

c-myc in lymphoma cell line, 40:73 

CALLA gene on chromosome 3, 42:129 

enzyme maps of 3p, 42:295 

FGF-genes in tumors, 38:192 

gli gene and fragment patterns, 41:237 

in breast cancer, 41:219 

in cancer family, 38:75 

in CML, 42:9, 191 

in familial breast-ovarian cancer, 38:241 

in Hodgkin disease, 43:109 

in human cancers, 38:161 

in hydatidiform moles, 37:179 

in leiomyomas with t(12;14), 39:195 

in leukemia, 40:217; 42:9 

in myelofibrosis, 38:101 

in neuroblastoma, 41:153, 217, 218 

in Ph negative, ber+ CML, 43:51 

in posttransplant CML using bcr, 43:67 

in renal cancer in von Hippel-Lindau 
disease, 39:289 

in retinoblastoma, 37:95, 133 

in testicular tumors with i(12p), 40:129 

in Wilms tumor, 38:121; 43:203 

localization of cathepsin B gene on 
13q14, 41:260 

N-myc amplification in retinoblastoma, 
37:133 

of chromosome 6, 37:95 

of dmin and HSR in retinoblastoma, 
37:133 

of hepatitis B viral DNA, 37:273 

of heterochromatin in CML, 39:139 

of rearranged Y in testicular tumor cell 
lines, 37:141 

protooncogene studies in cancer family, 
38:75 

pulsed-field gel electrophoresis of 
BCR-ABL in CML, 42:287 

refining cytogenetic data and, 41:244 

restriction maps of 3p, 42:295 

RFLP studies in testicular tumors, 
40:129 

TcR rearrangements in myeloid 
leukemic cells, 37:193 

Monocytes 
del(3)(q21) in AMMoL, 37:29 
Monosomy 

—5 and —7 in MDS and t-ANLL, 37:1; 
42:43 

—5 in secondary ANLL, 42:43 

—7 in ANLL, 40:195; 41:12; 42:45 

—7 in childhood ANLL, 40:13 

—7 in secondary ANLL, 42:43 

—11 in lymphoma, 37:90 


Subject Index 


—13 in an angioleiomyoma, 37:61 
—14 in lymphoma, 37:90 
—17 in secondary ANLL, 42:43 


Mouse 


B-cell lymphoma, 38:25 
chromosome 6 and 7 trisomy in 
premalignant lesions, 41:235 
Hertwig anemia and histiocytic sarcoma, 
41:257 
lymphoma, homing pattern, 38:33 
neuroblastoma cell lines, 42:99 
NOR activity in normal and malignant 
tissues, 37:55 
raf-1 oncogene on chromosome 6, 40:89 
silver-positive NOR, 37:55 
Multiple myeloma 
cell type identification, 39:203 
premature chromosome condensation, 
39:203 
Myelodysplasia and Myelodysplastic 
syndromes (MDS) 
chromosome changes in, 37:1; 42:55; 
43:227 
clinical-cytogenetic correlations 40:149; 
42:55 
idic(X)(q13) in, 42:173 
in a dysmorphic child, 38:9 
inv(3) in MDS and abnormal 
thrombopoiesis 39:167 
RAEB-t, 42:55 
secondary, 43:227 
t(5;7)(q11.2;p11.2) in, 37:1 
t(6;9)(p23;q34) in, 42:212 
therapy related, 43:227 
1q+ and 3q+ in, 38:9 
5 and 7 and occupation, 38:261 
+13 in a case of RAEB, 37:153 
Myelofibrosis 
chromosome changes in, 38:101 
i(17q) in, 43:195 
idic(X)(q13) in, 38:101 
molecular studies in, 38:101; 43:195 
primary, 38:101 
t(6;9)(p23;q34) in acute, 42:21 
Myeloid disorders; also see 
Myelodysplastic syndromes (MDS) 
and Acute nonlymphocytic 
leukemia (ANLL) 
chromosome changes in, 37:1 
cytogenetic changes in myelofibrosis, 
38:101 
t(1;7)(p11;p11) in, 38:49 
t(5;7) in MDS and therapy related ANLL 
(t-ANLL), 37:1 
t(8;16) in t-ANLL, 37:127 
Myelomonocytic leukemia 
karyotypic evolution in, 38:205 
subacute in twins, 38:205 
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Myeloproliferative disorders (MPD) 
chromosome changes in myelofibrosis, 
38:101 
Ph-negative, molecular studies, 43:195 


Nasopharyngeal cancer 
chromosome studies in, 38:191 
Near-haploidy 
in blast crisis (megakaryoblastic) of Ph+ 
CML, 39:133 
Nephroblastoma 
cystic partially differentiated, 41:79 
hyperdiploidy (including +8) in, 41:79 
Neural tumors 
cytogenetics of, 41:276, 278 
pediatric, chromosomes in, 41:276 
Neurinoma 
chromosomes in, 41:278 
Neuroblastoma 
cell line, 38:164 
cell lines in nude mice, 41:263 
cytogenetics of, 41:153, 263, 267; 42:147 
fragile site 1p13.1 in patients, 40:135 
genetics of, 41:153 
molecular biology of, 41:153, 267 
murine, cell lines, 42:99 
N-myc amplification in, 38:163, 164; 
41:217, 218 
N-myc and 1p-, 41:217 
primary, chromosomes of, 42:147 
review of, 41:153 
1p- in, 42:147 
Neuroectodermal tumors 
chromosome 22 and, 38:169; 41:228 
Neuroendocrine tumors 
Merkel cell carcinoma, 38:43; 41:265 
t(10;17)(q23;q21) in Merkel tumor, 
41:265 
Neuroepithelioma 
peripheral with t(1;16)(q23;q24), 41:269 
Neurofibromatosis 
acoustic, 39:137 
chromosome 17, 41:223 
cytogenetic and molecular studies in, 
38:171 
molecular studies in, 41:224 
neurofibrosarcoma in, 41:273 
no chromosome 22 changes in acoustic, 
39:137 
RFLP studies in, 41:223 
Neurogenic tumors 
chromosome changes in, 37:109; 38:171 
Nevoid basal cell carcinoma (NBCC) 
chromosome fragility in syndrome, 
42:273 
SCE in syndrome, 42:273 
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Nucleolus Organizer Regions (NOR) 
activity in normal and malignant 
murine tissues, 37:55 
silver-positive NOR, 37:55 


Oncocytoma 
cytogenetics in renal, 41:288; 43:15 
renal, DNA alterations, 41:243 
thyroid, DNA alterations, 41:243 
Oncogene(s) 
antioncogene on 22q, 41:228 
BCR-ABL expression, 42:9 
c-mos translocation in t(8;16), 38:221 
c-myc and dmin, 41:236 
c-myc and n-myc in small cell lung 
cancer, 38:1 
c-myc in PC-3 cells, 41:239 
c-myc involvement in lymphoma cell 
line without 8q24 change, 40:73 
c-raf1 on 3p, 42:295 
changes in neuroblastoma, 41:153 
HER-2/neu in breast cancer, 41:219 
HPV viral integration and 
protooncogenes, 42:162 
in CLL, 43:147 
in leiomyomas with t(12;14), 39:195 
int-1 in lipoma, 42:143 
myc genes in transformed cells, 41:216 
N-myc amplification in retinoblastoma, 
37:133 
N-myc and 1p- in neuroblastoma, 
41:217 
oncogene studies in Wilms tumor, 
38:121 
raf1 on chromosome 6 in mouse, 40:89 
Osteosarcoma 
chromosome 13 in, 38:89 
complex karyotypes in, 38:89 
cytogenetic changes in, 38:159, 160; 
42:27 
DNA analysis, 42:27 
pediatric osteosarcomas, 38:89 
xenografted, 42:27 
Ovary 
allele loss on 6q, 11p and 17p, 41:243 
cancer cell line, 38:13, 181 
cell lines, drug resistant, 39:35 
chromosome changes and drug related 
effects, 39:35 
chromosome 14 in ovarian cancer, 
38:180 
cytogenetic studies, 38:13, 180, 181, 
182, 183; 41:289, 290, 291; 43:1 
familial cancer, linkage studies, 38:241 
i(5p) in ovarian tumors, 38:180 
interphase cytogenetics in cancer cell 
lines, 38:181 
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3p deletions and RFLP studies, 38:182 
3p, 6q, 8p and 10q in cancer, 43:1 


Pancreas 
chromosome changes in 
adenocarcinoma, 37:209 
cytogenetic findings in p 
Papilloma 
basal cell of skin, 39:227 
chromosomes in a nasal, 39:29 
multiple changes in, 37:235 
nasal, 39:29 
of skin (basosquamous), 37:235 
unrelated clones in a nasal, 39:29 
Pheochromocytoma 
chromosome 22 in, 38:189 
cytogenetics in, 38:189; 42:230 
in von Hippel-Lindau disease, 42:230 
Philadelphia chromosome (Ph) 
ABL-BCR in CML, 42:287 
ber analysis, 37:169; 38:61; 42:191 
c-abl and c-sis in, 38:61 
in thrombocythemia (variant Ph), 39:77 
masked in Ph-, ber+ CML, 43:5 
molecular studies of, 38:61; 42:191 
pulsed-field gel electrophoresis of 
BCR-ABL, 42:287 
t(2;9;13;22)(q33;q34;q32;q11), variant, 
38:63 
t(2;9;22)(q31;q34;q11) variant, 42:194 
t(2;9;22)(q33;q34;q11) variant, 38:63 
t(6;9;9;10;22)(q24;p13;q34;p15;q11) 
variant, 42:194 
t(6;9;12;22)(p21;q34;q24;q11) variant, 
38:115 
t(6;9;22)(p23;q34;q11) variant, 38:63 
t(7;9;22)(q11;q34;qi1) variant, 42:194 
t(7;9;22)(q35;q34;q11) variant, 42:194 
t(8;9;22)(p21;q34;q11) variant, 38:63 
t(9;11;22)(q34;q11;q11) Ph, 37:169 
t(9;11;22)(q34;q13;q11) variant, 42:194 
t(9;11;22)(q34;q23;q11) variant, 38:63 
t(9;13;22)(q34;q21;q11) variant, 42:194 
t(9;14;22)(q34;q11;q11) variant, 38:63 
t(9;14;22)(q34;q32;q11) variant, 38:63 
t(9;15;22)(q34;q22;q11) variant, 38:115 
t(9;15;22)(q34;q24;q11) variant, 38:63 
t(9;16;22)(q34;q24;q11) variant, 38:63 
t(9;17;22)(q34;q13;q11) variant, 38:63 
t(10;22)(q26;q11) Ph, 37:169 
t(11;22)(p15;q11) Ph, 37:169 
variant Ph translocations, 37:169; 38:61, 
115; 42:191 
Pineoblastoma 
11q- (interstitial) in, 39:125; 41:285 
Pleura 
common changes in metastatic tumors, 
39:129 
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metastatic adenocarcinomas to, 39:219 
Polycythemia vera (PV) 
chromosome changes in, 40:121 
der(1)t(1;9) in, 40;121 
in situ hybridization studies, 40:121 
Polymorphism 
of chromosome 16 heterochromatin in 
CML, 39:139 
Polyps 
chromosome breakage in cancer with 
APC, 42:263 
colonic (adenomatosis), 37:285 
Porokeratosis of Mibelli 
chromosome changes in, 43:89 
chromosome 3 in, 43:89 
fibroblasts, cytogenetic changes in, 43:89 
Preleukemia; also see Myelodysplasia 
C-bands in, 41:71 
clinical-cytogenetic correlations, 40:149; 
42:1 
single chromosome changes, 42:1 
Premature chromosome condensation 
(PCC) 
cytogenetic analysis using PCC, 41:249 
detection of aneuploidy in normal tissue 
adjacent to cases with PCC, 41:250 
in multiple myeloma, 39:203 
induction of, 41:248 
Prognosis 
chromosome changes and, 37:9 
Prostate 
BPH tissue, 37:241 
cell cultures, 37:241 
chromosome changes in tumors of, 
37:108, 241; 38:180; 41:281 
cytogenetics of cell lines, 37:241; 41:281 
double minutes (dmin) in cancer, 39:191 
HSR in cell lines, 37:241 
leiomyosarcoma of, 43:39 


Radiotherapy 
breakpoints on chromosomes, 41:61 
cytogenetic effects, 41:61 
Rearrangements 
in lymphoma, 37:85 
induced by melphalan, 37:65 
Refractory anemia with excess of blasts 
(RAEB) 
chromosome changes in, 42:55 
clinical and cytogenetic findings, 42:55 
t(1;7)(p11;p11) in, 38:49 
+13 in a case, 37:153 
Renal tumors; see Kidney 
Retinoblastoma 
c-int1 in, 38:163 
cell line with dmin and HSR, 37:133 
cell line with N-myc amplification at 
HSR, 37:133 


cell lines, 37:95, 133 
chromosome changes in, 37:95; 42:203; 
43:73 
high resolution with 1000 bands, 40:55 
homozygosity of 13q, 43:73 
i(6p) in, 37:95 
linkage analysis in families with, 38:163 
mechanism of i(6p) formation, 37:95 
multifocal origin, 41:252; 42:203 
Rb gene, 43:73 
Rb gene and sarcoma, 41:224 
synchronization of cultured cells, 40:55 
Rhabdoid tumor 
cell line, 41:276 
karyotypic changes in, 41:258 
Rhabdomyosarcoma 
der(2) in, 38:168 
embryonal, initial steps in etiology, 
41:269 
gli amplification in, 41:258 
Ring chromosome(s) 
in bladder cancer, 42:136, 137 
in MEN IIA §, 37:23 
in osteosarcomas, 38:89 
r(3), acute leukemia and abnormal 
thrombopoiesis, 39:167 
r(3) in MDS, 39:175 
r(11) in secondary ANLL, 42:45 


Salivary gland 


adenocarcinoma with 6q-, 39:153 

cytogenetics of, 41:231 

del(6)(q22q24) in tumor, 39:153 

molecular studies in, 41:231 

tumors, 38:185 

6q- in adenocarcinoma, 39:153 

Sarcoma 

angiosarcoma, 41:268 

changes in a chondrosarcoma, 41:115 

chromosome changes in, 37:109, 38:159 

clear cell of kidney, 41:123 

Ewing tumor, 37:79 

fibrosarcoma, 37:139 

fibrosarcoma, chromosomes, 37:139; 
39:21 

fibrosarcoma, congenital, 39:21 

granulocytic with t(7;8)(q34;p11); 38:194 

granulocytic with t(12;13)(q12;q12), 
38:194 

in Li-Fraumeni syndrome, 42:221 

leiomyosarcoma, gastric, 37:215 

osteosarcoma, cytogenetics and DNA, 
42:27 

osteosarcomas, 38:89 

synovial, 38:160, 215 

t(10;17)(q22;p13) in clear cell sarcoma 
of kidney, 41:123 


1p- in epitheloid sarcoma, 41:267 
+8,+11,+17,+20 in infantile 
fibrosarcoma, 40:137 
Secondary leukemias (t-ANLL); also see 
Acute nonlymphocytic leukemia 
ANLL in solid tumor vs hematologic 
conditions, 42:43 
chromosome changes in 37:1; 43:227 
chromosomes 5 and 7 and occupation, 
38:261 
melphalan induced chromosome 
changes and, 37:65 
possible secondary ANLL with 
t(10;17)(p13;q12), 39:45 
t-ANLL (M4) with t(8;16), 37:127 
t(5;7) in, 37:1 
Sister chromatid exchange (SCE) 
betel quid chewing and, 37:291 
in mutagen exposed Chinese hamster 
cells, 41:251 
in nevoid basal cell carcinoma 
syndrome, 42:273 
in patients with cervical cancer, 43:79 
in xeroderma pigmentosum 
heterozygotes, 43:219 
UV induced in fibroblasts of melanoma 
cases, 41:129 
Sixth International Workshop on 
Chromosomes in Leukemia 
(6IWCC); also see Workshops 
AML in relapse, 40:187 
chromosomes in ALL in relapse, 40:163 
chromosomes in MDS and preleukemia, 
40:149 
general report, 40:141 
karyotype and its clinical significance in 
AML, 40:203 
molecular genetics in leukemia, 40:217 
six-year follow-up in ALL, 40:171 
Skin 
basal cell papilloma, 39:227 
basosquamous papilloma, cytogenetics, 
37:235 
benign tumor (basosquamous 
papilloma), 37:235 
chromosome changes in skin tumors, 
37:235; 39:69, 227; 41:292 
diverse chromosome changes in 
squamous cell carcinoma, 39:69 
keratoacanthoma, 39:227 
Merkel cell tumor, 41:265 
squamous cell carcinoma, 39:69; 41:292 
t(9;12) in Bowen disease, 43:249 
Small bowel 
leiomyosarcoma of, 43:39 
Soft tissue tumors 
angiosarcoma, 41:268 
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c-myb in malignant histiocytoma, 
41:240 
cytogenetics and nosology, 41:229 
rhabdoid tumor, 41:258 
rhabdomyosarcoma, 41:258 
1p- in epithelioid sarcoma, 41:267 
Solid tumors; see Tumors 
chromosome in, 38:156; 39:69; 41:233, 
292 
jumping end-to-end dicentrics, 40:95 
multiple clones in, 41:233 
of cheek in case with XP, 40:95 
of skin, cytogenetics, 39:69; 41:233 
Stomach 
adenocarcinoma metastatic to pleura, 
39:219 
c-erb 2 in, 38:196 
cytogenetic studies in cancer of, 38:196 
leiomyosarcoma, 27:215 
Symposium; see Workshops 
Synovial sarcoma 
chromosome changes in, 38:160, 215; 
41:270 
t(X;12;18)(p11.2;q13;q11.2) in, 41:270 


T-cell 
lymphoma, chromosome changes, 41:13 
T-cell receptor(s) (TcR) 
TcR B and A chain gene rearrangements, 
37:193 
TcR changes in myeloid leukemia cells, 
37:193 
Tables 
changes in CLL and possible oncogenes 
involved, 43:145, 147 
changes in lipoma, 42:144 
chromosome changes in childhood 
ANLL, 40:13 
chromosome changes in 
leiomyosarcoma, 43:42, 46 
chromosome changes in pancreatic 
cancer, 37:212 
chromosome changes in solid tumors, 
37:112; 38:148 
chromosome 17 in cancer of cervix, 
37:230 
DNA amplification, 38:150 
error of centromere separation in human 
diseases, 43:173 
in benign tumors, 38:151 
inv(16) and +22 in M4, 43:124, 125 
lipomas with chromosome 13 changes, 
39:286 
partial deletions and loss of 
heterozygosity, 38:149 
t(3;5) in leukemia and MDS, 37:165 
t(6;9) in leukemia, 39:82 
t(6;9) with basophilia, 42:217 
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t(8;16)(p11;p13) and variants, 41:71 
Xq13 involvement, 42:175, 177, 183 
+4 in ANLL, 43:215 
17q and 10p in leukemia, 39:51 
+22 as sold change or with other 
changes, 43:126 
Techniques; see Methods 
Tenth Anniversary of CGC 
ALL of childhood, 40:13 
cell matrix receptors, 41:19 
centromere structure and function, 
43:151 
chromosomes in ovarian cancer, 43:1 
chronic lymphocytic leukemia, 43:143 
cytogenetics of renal tumors, 43:15 
Editorial, 40:1 
immunophenotype of aneuploid cells, 
41:1 
molecular biology and genetics of 
human neuroblastoma, 41:153 
single chromosome changes in 
preleukemia, 42:1 
solid tumor cytogenetics, 40:3 
variable expression of BCR-ABL, 42:9 
viral integration into human genome, 
42:157 
X chromosome and hematologic 
disorders, 42:173 
Testes 
chromosome changes in tumors, 37:107; 
38:176, 177, 179; 41:105 
heterozygosity retained in tumors with 
i(12p), 40:129 
i(12p) in gonadal tumors, 38:178; 
40:129; 41:105 
i(12p) in one component of mixed 
tumor, 41:105 
loss of heterozygosity, 38:176; 40:129 
malignant mixed, 41:105 
rearranged Y in tumor cell lines, 37:141 
resistance to cis-platin and karyotypes, 
41:255 
RFLP studies on i(12p), 40:129 
tumor cell lines, 37:141 
Tetraploidy 
in skin fibroblasts in patients with 
colonic diseases, 39:245 
Therapy related ANLL and MDS; see 
Secondary leukemia and 
Myelodysplasia 
Third International Workshop on 
Chromosomes in Solid Tumors 
(IWCST) 
abstracts, 41:215—294 
overview, 41:211 
preface, 41:209 
Thrombocythemia 
cytogenetic findings in, 43:57 


in transformation, 43:57 
Ph positive with t(9;15;22), 39:77 
Thymoma(s) 
chromosome changes in, 38:193; 41:93 
multiple clonal changes in, 41:93 
Thymus 
NOR in murine tumors, 37:55 
Thyroid 
adenomas, cytogenetics of, 39:65; 41:274 
carcinomas, 41:273 
cytogenetic studies in tumors, 38:190, 
191; 39:65; 41:273 
t(7;10)(q35;q21) in papillary carcinoma, 
41:139 
t(10;19)(q22;p13 or q13) in an adenoma, 
39:65 
Trisomy 
in ANLL, 41:12 
+4 and dmin in AML (M2), 39:295 
+4 in ANLL, 43:211 
+4 in M1, 43:211 
+4 in M2, 41:205 
+4 in M4, 43:211 
+7 in normal kidney tissue of RCC, 
37:289 
+7 in transitional cell carcinoma of 
kidney, 41:149 
+8 and others in nephroblastoma, 41:79 
+8 and squamous differentiation in 
endometrial cancer, 39:185 
(1;3;7)(q31;p13;p13) in retinoblastoma, 
37:96 
(1;4)(p22;q21) in oligodendroglioma, 
39:271 
(1;4)(p31;p13) in secondary ANLL, 
43:236 
(1;4)(p32;q35) in lymphoma, 37:88 
(1;4)(q11;p11) in RAEB-t, 41:57 
(1;4)(q23;q25) in CML, 42:256 
(1;6)(p22;q21) in lymphoma, 37:89 
(1;6)(q21;p23) in squamous cell 
carcinoma of skin, 39:72 
(1;6)(q23;p21) in leiomyoma, 42:51 
(1;6)(q23;q23) in lymphoma, 37:89 
(1;6)(q24;q21) in lymphoma, 37:89 
(1;6;11)(q21;p23q25;p15) in squamous 
cell carcinoma of skin, 39:72 
(1;7)(p11;p11) in myeloid disorders, 
38:49 
(1;7)(p11;p11) in pancytopenia, 42:91 
(1;7)(p11;p11) in RAEB-t, 42:57, 91 
(1;7)(p22;q32) in hematologic disorder, 
42:176 
(1;7)(p36;p15) in lymphoma, 37:88 
(1;7)(q13;q11) in ovarian cancer cell 
line, 38:15 
(1;7)(q21;p22) in pancreatic cancer, 
37:209 
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(1;8)(cen;cen) in ALL, 40:166 

(1;8)(p34;p23) in oligodendroglioma, 
39:271 

(1;8)(p36;p12) in lymphoma, 37:88 

(1;8)(q24;q21) in secondary M6, 42:45 

(1;9)(p32;q34) in Ph negative CML, 
37:169 

(1;9)(p36;p13) in lymphoma, 37:88 

(1;9)(q11;q11) in polycythemia vera, 
40:121 

(1;9)(q11;q11) in secondary ANLL, 
43:235 

(1;9)(q11;q13) in polycythemia vera, 
40:121 

(1;10;11)(p32;q24;q23) in ANLL, 43:214 

(1;11)(p13;q23) in CLL, 41:89 

(1;11)(p13.2;q23.1) in CLL, 41:89 

(1;11)(q12;q24) in secondary ANLL, 
43:235 

(1;11)(q21;q23) in M4, 37:269 

(1;11)(q21;q23) in retinoblastoma, 
42:203 

(1;11)(q23;q25) in thymoma, 41:93 

(1;12)(p12;q13) in skin papilloma, 
37:235 

(1;12)(q21;q24.3) in synovial sarcoma, 
38:205 

(1;13)(p32;q34) in lymphoma, 37:88 

(1;13)(p36;q14) in ANLL, 40:193 

(1;13;22)(q22;q12;p13) in adamantioma, 
42:187 

(1;14)(p36;q24) in lymphoma, 37:88, 90 

(1;14)(q25:q32) in childhood ANLL, 
40:22 

(1;15)(p11;q12) in ANLL, 40:193 

(1;15)(p32;q22) in lymphoma, 37:88 

(1;15)(q34;q13) in childhood ANLL, 
40:22 

(1;16)(q23;q24) in Ewing sarcoma, 
41:269 

(1;17)(p11;q11) in Ph+ CML, 39:92 

(1;17)(q12;p11) in retinoblastoma, 
42:203 

(1;18)(p22 or p31;q11-12) in 
neuroblastoma, 42:147 

(1;19)(q21;p13) in ALL, 40:166 

(1;19)(q23;p13) in ALL, 37:9 

(1;21)(p32;q22) in leiomyosarcoma, 
43:46 

(2;3)(q2;p24 or p26) in CLL, 41:13 

+8 in ANLL, 40:195; 41:12 

+8 in CMMoL, 37:29 

+8 in M5, 40:47 

+8,+11,+17,+20 in infantile 
fibrosarcoma, 40:137 

+8,+11,+20 in a congenital 
fibrosarcoma, 39:21 

+8,+14,+21 in Ewing tumor, 37:81 
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+9 in lymphoma, 37:91 

+12 in uterine leiomyoma, 37:50 
+13 in MDS, 37:153 

+14: a new entity in ANLL, 43:35 
+20 in AMMoL (M4), 39:25 
+21,+22 in childhood ANLL, 40:13 
+22 in M4, 43:119 
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in lymphoma, 37:85 

in ovarian cancers, 43:1 

(X;2)(q13;q15) in hematologic disorder, 
42:175 

(X;3)(q24;p12) in RCC, 43:21 

(X;3;11)(q24p21;q22;p11) in 
choriocarcinoma cell line, 38:239 

(X;4)(p22;q31) in hematologic disorder, 
42:176 

(X;6)(p11;p11) in osteosarcoma, 42:30 

(X;7)(p15;q13) in CML, 38:63 

(X;9)(p11.2;p22) in hematologic 
disorder, 42:176 

(X;9;22)(p11;q34;q11) in hematologic 
disorder, 42:176 

(X;10)(q21;q24) in ovarian cancer cell 
line, 38:15 

(X;11)(p22;q31) in hematologic disorder, 
42:176 

(X;11)(q13;p15) in hematologic disorder, 
42:175 

(X;11)(q13;q23) in childhood ANLL, 
40:19 

(X;12)(p22.3;q15) in leiomyoma 
(uterine), 37:50 

(X;12;16)(p11.2;q13;q11.2) in synovial 
sarcoma, 41:270 

(X;13)(p22;q12) in hematologic disorder, 
42:176 

(X;13)(p22.3;q12) in hematologic 
disorder, 42:176 

(X;14)(q22;q11) in hematologic disorder, 
42:176 

(X;15)(q1?3;q1?5) in hematologic 
disorder, 42:175 

(X;18)(p11;q11) in a fibrosarcoma, 
37:139 

(X;18)(q11.2;q11.2) in synovial sarcoma, 
38:205 

(X;19)(q23;q13) in childhood ANLL, 
40:22 

(Y;1)(q12;p36) in lymphoma, 37:88 

(Y;22)(p13;q11) in porokeratosis of 
Mibelli, 43:92 

(1;1)(p36;q21) in glioma, 40:115 

(1;1)(p36;q22) in lymphoma, 37:88 

(1;1)(p36;q24) in choriocarcinoma cell 
line, 38:233 

(1;1)(q21;q36) in lymphoma, 37:88 
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(1;1)(q43;q13) in choriocarcinoma cell 
line, 38:235 
(1;2)(p13;q11) in leiomyosarcoma, 43:46 
(1;3) in lymphoma, 37:279 
(1;3)(p31;p12) in nasal papilloma, 39:29 
(1;3)(p36;p25) in lymphoma, 37:88 
(1;3)(p36;q21) in secondary ANLL, 
43:234 
(1;3)(q11;p21) in mesothelioma, 42:121 
(1;3)(q12;p13) in ALL, 40:166 
(1;3)(q23;p21) in RCC, 43:21 
(1;3)(q31;p13) in retinoblastoma, 37:96 
(2;3)(q13;p13) in RCC, 43:22 
(2;3)(q32;q21) in RCC, 43:21 
(2;4)(q35;p13) in gastric 
leiomyosarcoma, 37:219 
(2;5)(p23;q35) in lymphoma, 41:259 
(2;5)(q31;q31) in skin papilloma, 37:235 
(2;6)(p16;q21) in CLL, 41:89 
(2;6)(p23;q25) in lymphoma, 37:89 
(2;6;11)(q21;q27:p13) in basal cell 
papilloma, 39:227 
(2;7;5)(q37;q11;q33) in keratoacanthoma, 
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